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In this issue: 
1. Bat1K Nature paper
2. Sequencing update 
3. Research profile & Bat World Cup Winner 

Hammerheaded bat

Bat1K brought bats onto the cover of Nature! 
Cover photo (left): Olivier Farcy 

Dear Bat1K members,
We are pleased to say that our 7th Newsletter is a very special
edition: we talk about our latest publication that was featured
on the cover of Nature, we update you on the sequencing
progress, and we continue with our new research profiles
column - featuring Iroro Tanshi and the Bat World Cup.

Keep on reading, this is all very exciting for Bat1K and our batty
friends!

1.   Bat1K Nature paper, 22nd of July

Click here to view our Twitter thread detailing
the findings of the paper.  Photo: Daniel Whitby

The genetic basis of bats‘
superpowers revealed: 
Bat1K published the first six
reference-quality bat 
genomes and we are happy 
to say that it brought bats 
onto the cover of Nature! 

Have you ever wondered
how bats manage to do what
they do? Extraordinary bat 
adaptations include powered
flight, laryngeal echolocation, 
vocal learning, incredible
longevity, unique immunity, 
and resistance to cancer and     
viruses. 

Our Bat1K team which
included the cooperation of 
20 different institutes across
the globe just published the
raw genetic material that
codes for these unique
superpowers. 

And this is just the start!     
We envision many more 
projects and papers as we 
work together as a 
consortium to understand 
the secrets of bat genomes. 

You can access
the paper here. 

What a face… 
we sequenced
the genome of 
Rhinolophus
ferrumequinum

 

https://twitter.com/bat1kgenomes/status/1285956232667332608
https://www.nature.com/articles/s41586-020-2486-3.pdf


2.   Sequencing status

We are currently in phase 1 of our Bat1K project, meaning
that we are underway sequencing representatives from of 
each of the 21 bat families. 

✅ The families Molossidae, Phyllostomidae, 
Pteropodidae, Rhinolophidae and Vespertilionidae are
completed in terms of sequencing, assembly, alignment
and annotation. 

❎ Sequencing is in progress for Emballonuridae, 
Natalidae, Noctilionidae and Thyropteridae. 

⚠️We still need tissue contributions for Megadermatidae
and Nycteridae. This means that we are urgently looking
for sources of tissue samples from these bats.  

📢 If you have access to, or could collect a relevant       

bat sample, please get in touch with our Bat1K 
communications officer Meike at: 

bat1kconsortium@gmail.com

Collecting Tissue for Bat1K 

Are you wondering how to collect tissue and preserve and 
ship it to Bat1K? 

Please find our Tissue Collection protocol with all relevant 
guidelines and details here. 

In our members area you can also view our JoVE video in 
which Bat1K members explain the optimal tissue
preparation for genomic, transcriptomic, and proteomic
analyses of bats caught in the wild. It includes protocols for
bat capture and dissection, tissue preservation, and 
creating cell cultures from bat tissue. 

For our Nature paper we sequenced:

1. the greater horseshoe bat (Rhinolophus
ferrumequinum), 

2. the Egyptian fruit bat (Rousettus
aegyptiacus), 

3. the pale spear-nosed bat (Phyllostomus
discolor), 

4. the greater mouse-eared bat (Myotis
myotis), 

5. the Kuhl's pipistrelle (Pipistrellus kuhlii) 
6. the velvety free-tailed bat (Molossus

molossus)

To access these genomes click here!

Click here to view our Tissue Collection Protocol in 
action in our JoVE video (open access)

Click for the Science and BBC articles, or
click here for a full list of press articles we

collected from around the web! 

mailto:bat1kconsortium@gmail.com
https://www.ncbi.nlm.nih.gov/bioproject/?term=PRJNA489245
https://docs.google.com/document/d/1F7q37Ds-lqnphYkJSMx35lQjcd869oGLi4KQSj4ZBjI/edit?usp=sharing
https://bat1k.ucd.ie/bat-1k-members-area/
http://bat1k.ucd.ie/protocols/
https://www.sciencemag.org/news/2020/07/how-bats-have-outsmarted-viruses-including-coronaviruses-65-million-years
https://www.bbc.com/news/science-environment-53494566
https://drive.google.com/file/d/1GKXMb_dQzgi6mnNQfpuhhDwAvh4c5HwZ/view


3. Bat1K research profile: 
IRORO TANSHI

Iroro Tanshi is a Bat1K member and PhD student at 
Texas Tech University, USA. 

Bat1K member Iroro Tanshi studies bats in southeastern 
Nigeria, on the border with Cameroon, in a mountain 
range area which also known as Africa’s largest bat 
diversity hotspot. These mountains form part of the 
Cameroon Volcanic Line and hold Nigeria’s last primary 
forest. It was this high-resolution model of bat diversity 
and endemism for continental Africa that inspired her to 
go into the field and explore the area’s bat richness.

Iroro is working at the intersection of ecology and 
evolution. In her PhD she is looking at how bat diversity 
changes as you go along the elevation gradients of these 
mountains – how many species do you have at the 
bottom of the mountain and how many at the top? 
Which environmental factors are driving these 
processes? Iroro recorded several new bat species and 
discovered a rare species that was never before seen in 
Nigeria – the Short-tailed roundleaf bat (Hipposideros
curtus). 

She also plays an important role in bat conservation and 
helped to set up Bat Conservation Africa. Moreover, 
Iroro even co-founded her own NGO SMACON to 
protect bats in the area by engaging with the 
government and local people.

Iroro on Bat1K genomes and the Twitter Bat World Cup

Iroro plans to use Bat1K quality genomes in her work. 
She thinks high quality bat genomes will revolutionize 
understanding of ecology-evolutionary patterns and 
processes, particularly across the hyper-diverse tropics. 

Concerning the topic of conservation, Iroro said that 
genomes generate attention and publicity that’s 
important for effective conservation strategies. An 
example is the Bat World Cup 2020. Iroro really helped 
pushing the World Cup and got thousands of Nigerians 
voting for the winner - the hammer-headed bat. This is 
especially astonishing because much of the population 
in the south have a rather negative attitude towards 
bats, with a prevailing belief that bats are witches that 
must be killed. Bat1K pledged to sequence the Bat 
World Cup Winner, and we are happy to report that 
the Hammer-headed bat genome is now underway! 

Iroro first came in contact with this amazing species 
when she was still studying at University of Benin, 
Nigeria. Here she found and monitored a strict 
maternity colony which naturally roosted in a roof on 
campus. To read more about Iroro click here. 

Click to view
the World Cup 
twitter thread

The hammer-headed bat (Hypsignathus monstrosus) 
who won the Bat World Cup 2020.          

Photo source: here

Iroro working at the bench. Photo: Iroro Tanshi

https://www.sciencedirect.com/science/article/abs/pii/S0304380015004184?casa_token=HojAywHiNKgAAAAA:1A3bpxcrIahg5x3sstH7N1Hqg4DAicWatfb7xUcqUXQhjUyopYUQUC1yAviuO5PI8KKyhIMQ
https://www.smacon-africa.org/
https://kingstonlab.org/people/iroro-tanshi/
https://twitter.com/givebatsabreak/status/1266369362400735234
https://twitter.com/givebatsabreak/status/1266369362400735234
https://journals.plos.org/plosone/article?id=10.1371/journal.pone.0223139
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